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GAAA 

-4 



AGACGCGCAGGCCGGGCCGCTCTCCCGACGGGGAGTAGCGCTGCAGCCGGACGCAGGGTGCAGTTA 

10 20 30 40 SO 60 

MGS KGGFILLWL -14 
GAATCCATAGACGGTCACG ATG GGA AGC AAA GGA GGG TTC ATT TTG CTC TGG CTC 

70 BO 90 100 liO 120 

LSI LAVLCHLGHS FlI Q C Y 4 
CTG TCC ATC CTG GCT GTT CTC TGC CAC TTA GGT CAC AGC CTG CAG TGC TAT 

130 140 ISO ISO 170 

NCINPAGSCTTAMNCSH 21 
AAC TGT ATC AAC CCA GCT GGT AGC TGC ACT ACG GCC ATG AAT TGT TCA CAT 

180 ISO 200 210 220 

KQ DACIFVEAVPPKTYY 38 
AAT CAG GAT GCC TGT ATC TTC GTT GAA GCC GTG CCA CCC AAA ACT TAC TAG 

230 240 250 260 270 

QCWRFDEC NFD FISRNL 55 
CAG TGT TGG AGG TTC GAT GAA TGC AAT TTC GAT TTC ATT TCG AGA AAC CTA 

280 290 300 310 320 

W 

AEKKLKYNGCRKDLC NK 72 
GCG GAG AAG AAG CTG AAG TAC AAC TGC TGC CGG AAG GAC CTG TGT AAC AAG 

330 340 3S0 360 370 

SDATI .S SGKTALLVIL L 89 
AGT GAT GCC ACG ATT TCA TCA GGG AAA ACC GCT CTG CTG GTG ATC CTG CTG 

380 390 400 410 420 



LVATWHFCL* 
CTG GTA GCA ACC TGG CAC TTT TGT CTC TAA 



A50 



98 



CTGTACACCAGGAGAGTTTCTCCTCAACTTCCTCTGTCTCTCTGTTCCTATTTCCCATGCTGCGGTGTT 

460 470 480 490 500 510 520 

CCAAAGGCTGTGTATGCTCCAGCTTCTTCCTGTTGGG7SA.GGACTAi\ACCTAGCTTGAGCACTTTGGATT 

530 540 550 560 570 580 590 

AGAGAGAG7VAACTTTGAGCGACTTTGAAGACCAGGCCTGTTGGCAGAGAAGACCTGTCAGAGGGGAAAC 

60O 610 620 630 640 650 660 

GTTTTAAGAGTGAAGCACAGGTGATTTGAGCGAGGCCTATGCGTCTTCCTCTGCTCTTGGCAGGACCAG 

670 680 690 700 710 720 730 

CTTTGCGGTAACCATTCGATAGATTCCACAATCCTT 

-trrn. -7£r» 



Fig. 2 
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MCP (M-g/ml) 




Fig. 12 
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pDAF-7 cDNA sequence: 

CCACCGCGGTGGCGGCNCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 
GAATTCGGCACGAGATTTCGTCTTAATCGCGGAGGTCGCAGAGTCCGGGA 
GCCGCTCGGGGTCCCCGTTCCCGCGCGCCATGAGTCCCCTGCCGCGGAGC 
GCCCCCGCGGTGAGGCGCCTAATGGGCGGACAGACGCCGCCGCCGCTGCT 
GCTGCTGCTGCTGCTGCTGTGTATCCCGGCTGCGCAGGGTGACTGCAGCC 
TTCCACCCGATGTACCTAATGCCCAACCAGATTTGCGAGGTCTTGCAAGT 
TTTCCTGAACAAACCACAATAACATACAAATGTAACAAAGGCTTTGTCAA 
AGTTCCTGGCATGGCAGACTCAGTGCTCTGTCTTAATGATAAATGGTCAG 
AAGTTGCAGAATTTTGTAATCGTAGCTGTGATGTTCCAACCAGGCTACAT 
TTTGCATCTCTTAAAAAGTCTTACAGCAAACAGAATTATTTCCCAGAGGG 
TTTCACCGTGGAATATGAGTGCCGTAAGGGCTATAAAAGGGATCTTACTC 
TATCAGAAAAACTAACTTGCCTTCAGAATTTTACGTGGTCCAAACCTGAT 
GAATTTTGCAAAAAAAAACAATGTCCGACTCCTGGAGAACTAAAAAATGG 
TCATGTCAATATAACAACTGACTTGTTATTTGGCGCATCCATCTTTTTCT 
CATGTAACGCAGGGTACAGACTAGTTGGTGCAACTTCTAGTTACTGtTTT 
GCCATAGCAAATGATGTTGAGTGGAGTGATCCATTGCCAGATTGCCAAGA 
AATTTCTCCAACTGTCAAAGCCATACCAGCTGTTGAGAAACCCATCACAG 
TAAATTTTCCAGCAACAAAGTATCCAGCTATTCCCAGGGCCACAACGAGT 
TTTCATTCAAGTACATCTAAAAATCGAGGAAACCCTTCTTCAGGCATGAG 
AATCATGTCGTCTGGTACCATGCTACTTATTGCAGGAGGTGTTGCTGTTA 
TTATAATAATTGTTGCCCTAATTCTAGCCAAAGGTTTCTGGCACTATGGA 
AAATCAGGCTCTTACCACACTCATGAGAACAACAAAGCCGTTAATGTTGC 
ATTTTATAATTTACCTGCGACTGGCGATGCCGCAgATGTAAGACCTGGTA 
ATTAACAAAAGGACGTGCATGTGTAACACTGACAGTTTTGCTTATGGTGC 
TAGTAACCATTGGCTAGCTGACTTAGCCAAAGAAGAGTTAAGAAGAAAGT 
GCACACAAGTACACAGAATATTTTCAGTTTCTTAAAACTTTCAGGTGGGA 
GTGGACATAGTTTGTGGTAGTGNTCTTCGNTTTGCATGGTTTCATTGGCT 
CTAAGGNACATAGGAATGCACAGAACCNAAGAGAAACAAATCTATCCTGA 
AANTACATCCTCAACACTTCTAANACTCTTGGAAATNGAACAAGNTCATA 
AGATTGGGAGCAATTACTTTCCCAAAAGGGTGAGAAAAATGGAGAAATTT 
GGTCATGGGTAGNAATTTTNGAAAAANGAAACCCNAAAGGGGANTTTTCC 
CCCCCAAAGGGGNAAGGGTATTTTTATTTAATTAAGGNAAAAAAAAAAAA 
AAAAACCCNNNGGGGGGGCCCGGGNCCCATTTTCCCT 

pDAF-14 cDNA sequence: 

CACGAGCCGCCGCCGCTGCTGCTGCTGCTGCTGCTGCTGTGTATCCCGGC 
TGCGCAGGGTGACTGCAGCCTTCCACCCGATGTACCTAATGCCCAACCAG 
ATTTGCGAGGTCTTGCAAGTTTTCCTGAACAAACCACAATAACATACAAA 
TGTAACAAAGGCTTTGTCAAAGTTCCTGGCATGGCAGACTCAGTGCTCTG 
TCTTAATGATAAATGGTCAGAAGTTGCAGAATTTTGTAATCGTAGCTGTG 
ATGTTCCAACCAGGCTACATTTTGCATCTCTTAAAAAGTCTTACAGCAAA 
CAGAATTATTTCCCAGAGGGTTTCACCGTGGAATATGAGTGCCGTAAGGG 
CTATAAAAGGGATCTTACTCTATCAGAAAAACTAACTTGCCTTCAGAATT 
TTACGTGGTCCAAACCTGATGAATTTTGCAAAAAAAAACAATGTCCGACT 
CCTGGAGAACTAAAAAATGGTCATGTCAATATAACAACTGACTTGTTATT 
TGGCGCATCCATCTTTTTCTCATGTAACGCAGGGTACAGACTAGTTGGTG 
CAACTTCTAGTTACTGtTTTGCCATAGCAAATGATGTTGAGTGGAGTGAT 
CCATTGCCAGAaTGCCAAGAAATTTCTCCAACTGTCAAAGCCaTACCAGC 
TGTTGAGAAACCCATCACAGTAAATTTTCCAGGTACCAAAGCCCTATCAT 
CTCCTCAGAAACCCTCCACAGCAAATACTCTAGCTACAGAGTTACTACCA 
ACTCCTCAGGAACCCACCACAGTAAATGTTCCAGATAGTAAAGCCATATC 
ATCTCCTCAGAAACCCTCCACAGTAAATACTCCAGCTACAGACTTACTAC 
CAACTCCTCAGGAACCCACCACAGTAAAtGTTCCAGATAGTAAAGCCATA 
TCATCTTCTCAGAAACCCTCCACAGTAAATACTCCAGCTCAGACTTACTA 
CCAACTCCTCAGGAACCCACCACAGTaA 



Fig, 14 
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pDAF-7, predicted protein sequence: 

MGGQTPPPLLLLLLLLCIPAAQGDCSLPPDVPNAQPDLRGLASFPEQTTI 
TYKCNKGFVKVPGMADSVLCLNDKWSEVAEFCNRSCDVPTRLHFA5LKKS 
YSKQNYFPEGFTVEYECRKGYKRDLTLSEKLTCLQNFTWSKPDEFCKKKQ 
CPTPGELKNGHVNI TTDLLFGASIFFSCNAGYRLVGAT5SYCFAI ANDVE 
WSDPLPOCQEISPTVKAIPAVEKPITVNFPATKYPAIPRATTSFHSSTSK 
NRGNPSSGMRIMSSGTMLLI AGGVAVl I I I V AL I LAKGFWHYGKSGSYHT 
HENNKAVNVAFYNLPATGDAAOVRPGN . 

pDAF-14, predicted protein sequence: 

HEPPPLLLLLLLLC IPAAQGDCSLPPDVPNAGPDLRGLA5FPEQTTI 
TYKCNKGFVKVPGMADSVLCLNDKWSEVAEFCNRSCDVPTRLHFASLKKS 
YSKCNYFPEGFTVEYECRKGYKROLTLSEKLTCLQNFTWSKPDEFCKKKQ 
CPTPGELKNGHVNITTDLLFGASIFFSCNAGYRLVGATSSYCFAI ANDVE 
WSDPLPECQE I SPTVKA I PAVEKP I TVNFPGTKALSSPQKPSTANTLlATE 
LLPTPQEPTTVNVPDSKAISSPQKPSTVNTPATDLLPTPQEPTTVNVPDS 
KAI SSSQKPSTVNTPAQTYYQLLRNPPQ. 

Alignment with human D AF (conserved residues marked as *): 
1 10 20 30 40 50 

PSVPAALPLLGELPRLLLLVLLCLPAVWGDCGLPPDVPNAQPALEGRTS HuDAF 

liGGQTPP PLLLLLLLLC i PAAGGDCSLPPDVPNAQPDLRGLAS pDAF-7 

51 60 70 80 90 100 

FPEDTV i TYKCEESFVK I PGEKDSVTCLKGMQWSD I EEFCNRSCEVPTRL HuDAF 
• »• *• ••••• 

FPEQTTITYKCNKGFVKVPGMADSVLCLND-KW5EVAEFCNRSCDVPTRL pDAF-7 

101 110 120 130 140 150 

NSASLKQPY 1 TQNYFPVGTVVEYECRPGYRREPSLSPKLTCLQNLKWSTA HuDAF 
» ••••• • • »•••►•• 

HFA5LKK5YSKQNYFPEGFTVEYECRKGYKRDLTLSEKLTCLQNFTWSKP pDAF-7 

151 160 170 180 190 200 

VEFCKKKSCPNPGEIRNGQIDVPGG1LFGATISFSCNTGYKLFGSTS5FC HuDAF 

DEFCKKKOCPTPGELKNGHVNI TTDLLFGASIFFSCNAGYRLVGATSSYC pDAF-7 

201 210 220 230 240 250 

LISGSSVGWSDPLPECREI YCPAPPQIDNGi I QGERDHYG YRQSVT YACN HuDAF 

FAI ANDVEWSDPLPDCQEI pDAF-7 

tend SCR3 

251 

KGFTMIGEHSI YCTVNNDEGEWSGPPPECRGK5LTSKVPPTVQKPTTVNV HuDAF 

-SPTVKA I PAVEKP I TVNF pDAF-7 

tend SCR4 

301 

PTTEVSPTSQKTTTKTTTPNA0ATR5TPVSRTTKHFHETTPNKGSGTTSG HuDAF 

PATKYPAIPRATTSFHSSTSKNRGNP5SGMR1MSSGTMLL1 AGGVAVl I I pDAF-7 

tend STP-A 
351 

TTRLLSGHTCFTLTGLLGTLVTMGLLT HuDAF 
I VALILAKGFWHYGKSGSYHTHENNKAVNVAFYNLPATGDAADVRPGN . pDAF-7 



Fig, 15 
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Northern analysis of porcine DAF 



Fig. 16 
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Effect of PMA on expression of 
CD59 and MCP and C- 
susceptibility of PAEC 



Fig, 18 
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Expression of pig CD59 on pig 
aortic endothelial cells (PAEC) at 
different passages. 



CD59 

200-r- 
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Fig. 22 
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Expression of pig MCP on pig 
aortic endothelial cells (PAEC) at 
different passages. 



MCP 



300 




Fig. 23 
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Effect of blocking CD59 and MCP 
of C-susceptibility of PAEC. 




Fig, 25 
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Incorporation of Human CD59 
into PAEC and effect of blocking 
of human and pig CD59 on C- 
susceptibility. 
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